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GOTx glyco-platform GO-L100 selectively targets breast cancer tissue Efficacy in PDX models

Status-agnostic therapy of breast cancer using antibodies targeting O-glycosylated proteins S
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Revitalizing classical cancer targets with novel GO glyco-targets Normal Tissue Cancer Tissue PDx-Breast PDx-Breast
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1+ = 0-25% of cancer cells with positive stain

Strategy ADC platform — ConjuAll'™ In vitro activity Summary

Antigen Discovery ConjuAlI™: site-specific, homogeneous, and In vitro Cytotoxicity (cancer cells)

non-reversible conjugation * GO-L100 is a Tn-glycopeptide-specific antibody with sub-nM affinity and high cancer specificity

Simple Cells=— Sample Preparation == LWAC -» Fractionation - MS -—» Data Analysis

In vitro cytotoxicity in cancer cells (EC50)

Cell pellet  Media Long VVA Column IEF FT-MS1 Proteome Discoverer
‘ N - . . . . * % %k . . . . . .
= O i Evm SN | LCB's proprietary p-glucuronide linker with MAS AL 18 /0M * Selective for ~59% of breast cancers, including triple-negative and metastatic types
HCD-MS2 ETD-MS2 i significantly increased plasma stability which
. <m Caiflysis. EhoriiaE l Extra CaaX seq at C : e . LCB22A 63 nM 4.3 nM
Y\ 4 ot o Manual Validation terminus of light chains o Che'f‘(;cal'.'ykm°d'f'e°' from the original p- , , o , ,
! ! 2 2 " C : Cysteine o glucuronide finker *MCF7M: Gene modified Tn-positive MCF7, **T47DM: Gene modified Tn-positive T47D  ADCs were generated using LigaChem Biosciences’ ConjuAll™ technology
Ef)l602205 Pro\txee:l\se (\jf\igﬁSt g g I I l l l | g—/ 3 e BT \CN?:I:l:‘i?:E\?ehandle i Payload 4
Capan-1 &V\\XV\ \X‘}‘A N - L] X : one of a variety of AAs groups ; o . MMAE . . . . f b I d I bl I k
2 fw Time m/z P ~ ‘N A ~A¢ o o o was conjugation via site-specitic, beta-glucuronidase-cleavable linker
ootz AL /’ In vitro Cytotoxicity (normal cells)
Antibody Discovery \ In vitro cytotoxicity in normal cells (EC50)  LCB22A (GO-L100 MMAE) demonstrated potent in vivo activity (MED ~2 mg/kg)
Prenvlation: R "4 Fa2N4 (Liver) HK2 (Kidney) hPBMC (blood)
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